. The putative CpG island location of mouse Cbs, Malat1, Adora1 and Wif1 genes. The CpG island was predicted by EMBOSS Cpgplot (https://www.ebi.ac.uk/Tools/seqstats/emboss_cpgplot/). The 500-bp sequence region before and after transcription start site (TSS) (-500 to +500 bp) of Cbs, Adora1 and Wif1 were assayed, and the -250 to +100 bp region of Malat1 was analyzed. The putative CpG island was indicated by 2 lines in the lower image of each gene. Cbs, cystathionine β-synthase; Adora1, adenosine A1 receptor; Wif1, Wnt inhibitory factor 1; Malat1, metastasis-associated lung adenocarcinoma transcript 1; WIF1, Wnt inhibitory factor 1. Figure S3 . The result of Oncomine database (http://www.oncomine.org) search of the WIF1 gene. Primary filters: differential analysis and bladder cancer. Threshold by: P-value (1E-4), fold change (1.5) and gene rank (all) . The differential analysis result is from Sanchez-Carbayo Bladder 2, fold change=2.462, P=7.64E-5. WIF1, Wnt inhibitory factor 1. Table SI . Normalized intensities of upregulated genes and downregulated genes in control and arsenic-treated mouse bladder from DNA microarray chip analysis.
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